
GENE SPLICING

Gene Splicing: An overview of the gene splicing mechanism. Understanding microarray based gene splicing and splice
variant detection methods used to study.

With the appropriate stimulation of gene expression, the cell can produce various proteins. The highly parallel
and sensitive nature of microarrays make them ideal for monitoring gene expression on a tissue-specific,
genome-wide level. These are the events that can simultaneously occur in the genes after the mRNA is formed
from the transcription step of the central dogma of molecular biology. These sequences determine whether a
gene is always expressed, processes the cell produces a particular nutrient or whether a cell is under stress.
The problem with this is that sometimes bits of the bacteria DNA can end up in the final product or the Cas9
itself winding up in the genome of the final plant. These changes to a cell's DNA change how the cell
functions. Microarray based methods for detecting splice variants provide a robust, scalable platform for
high-throughput discovery of alternative gene splicing. Gene splicing can also be applied to molecular biology
techniques that are aimed at integrating various DNA sequences or gene into the DNA of cells. Microarray
based splice variant detection is the most popular method currently in use. Gene splicing also creates new gene
sequences to create proteins with multiple or entirely new functions. Any mutation that results in a lack of
function forâ€¦ In heredity: Regulation of gene expression â€¦a process of editing and splicing takes place in
which noncoding nucleotide sequences called introns are excised from the primary transcript, resulting in
functional mRNA. The promoter also controls which cells a gene is expressed in. Hence, the final sequence
will be shorter than the original coding gene or DNA sequence. Thousands of genes present in eukaryotic
organisms produce millions of proteins through the gene splicing event which forms splice variants of
pre-mRNA. Gene segments are cut out of the original DNA and joined to make a new gene. By measuring the
relative amounts of distinct splice variants in a variety of tissues, microarrays can test whether novel splice
forms exist, and reveal the expression patterns in various tissues. Another commonly used method for
discovering of novel gene isoforms is RT-PCR followed by sequencing. Alternative splicing has been found to
be a implicated in many a developmental processes such as sex determination, apoptosis and acoustic tuning
in the ear. Microarray Based Gene Splicing Detection The use of microarray technology is not uncommon for
researchers involved in large scale studies of alternative splicing. Non-coding Regions Not all parts of a gene
control production of an end product. Following types of alternative splicing has been observed to occur: Exon
Skipping Intron Retention Scientists speculate that within humans, more than half of the genes undergo gene
splicing.


